. CLC Free Workbench

Version 2.5 for Windows, Mac OS X and Linux

CLC Free Workbench from CLC bio is a user-friendly bioinformatics tool to support your daily lab work. Down-
load the latest release from our website. This release, as well as future releases, are free of charge and avail-
able for both Windows, MacOS X, and Linux platforms.

CLC Free Workbenches are fully integrated across IT platforms and fully integrated with other bioinformatics

programs from CLC bio.
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CLC Free Workbench provides

e Easy access to web based protein and nucleotide
searches in GenBank, including download
facilities and full graphical overview of sequence
annotations of your choice

e User-friendly graphical tools used for finding and
working with relevant regions of DNA, RNA, and
protein sequences

e A number of basic bioinformatics algorithms

e Full integration of data input, data management,
calculation results, and data export. This
eliminates time spent on manual data transfers
between different programs and databases

e Output functionalities, including printing,
generation of reports, and generation of graphics
output in various file formats

e Option of viewing and graphical manipulation of
bioinformatics analyses performed in commercial
software from CLC bio

Data management

Sequence data may be typed, copied, imported or
dowloaded into the workbench. These data, as well
as calculations, search results, and files in external
file formats are arranged in projects and saved locally
on your desktop. The split-screen option allows easy
comparison of different types of analyses made on the
same dataset.

Handling of sequences

The interactive sequence viewer provides a zoomable
overview of your data, whether they are multi-million
base DNA sequences or small scale peptides. The
viewer contains a large number of graphical and in-
teractive user options, making it possible to set up
the viewer exactly as needed. Both linear and circular
sequence menus are available.

To get CLC Free Workbench, please visit www.clchio.com for an easy download!
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. CLC Free Workbench

Phylogenetic trees

CLC Free Workbench offers basic phylogenetic analyses and viewing options. Trees may be made from DNA,
RNA, and protein sequences. As is the case with all analyses in CLC Free Workbenches, phylogenetic trees may
be both saved on your harddisk and exported to other CLC Free Workbench users.
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Mus musculus (house mouse)
1co—= Gyps rueppellii (Rueppell's griffon)
T—e cygnus olor (mute swan) (Windows platform)
Macropus eugenii (tammar wallaby)
Mus musculus (house mouse)
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Lama pacos (alpaca)
Camelus dromedarius (Arabian camel)
Odobenus rosmarus divergens (Pacific walrus)
Martes foina (beach marten)
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Ateles paniscus (black spider monkey)
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Main features of CLC Free Workbench

e Import/export of in from GenBank, Fasta, Phylip,

F [tiple ali f DNA, RNA i
e Fast multiple alignment o ’ , and proteins Newick, Swiss-Prot, PIR, and EMBL format

including consensus sequence and conservation
information e Full integration of data input, data management,

e Open reading frame determination calculations results, and data export

e Restriction site analysis (based on REBASE data) ® High-quality printing of reports and graphics

e User defined export to various graphics file

e Translation from DNA to proteins (all genetic
formats

translation tables)
e Option of working with different files, and in

® Reports with residue composition, molecular ) . . )
different file projects at the same time

weight and isoelectric point (for proteins)
e Option of having several active workspaces at

a time, enabling simultaneous work on multiple
e Integrated GenBank search and download projects

e Neighborjoining and UPGMA phylogenies

System requirements
® Windows 2000 or Windows XP

® MacOS X 10.3 or newer

® Linux: Redhat or SUSE

® 256 MB RAM required

® 512 MB RAM recommended

® 1024 x 768 display recommended
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